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CORRIGENDUM
Conservation versus parallel gains in intron evolution
Alexander V. Sverdlov, Igor B. Rogozin, Vladimir N. Babenko and Eugene V. Koonin
Nucleic Acids Res. (2005) 33, 1741-1748.
Due to a programming error, Table 3 in this paper contained incorrect values. The corrected Table 3 is shown here. The phase
distribution of protosplice sites is not nearly uniform as claimed in the paper but is, nevertheless, substantially different from the
phase distribution of introns. The error was contained in a stand-alone program used to generate the phase distributions and,
accordingly, does not affect the main results and conclusions of the paper. We apologize for any inconvenience this mistake might
have caused.
Table 3. Number of protosplice sites in different phases per 100 bases for varying weight threshold values
a.
Phases for threshold ¼ 30 Phases for threshold ¼ 60 Phases for threshold ¼ 90
012012 0 1 2
Ag 1.38 0.42 0.33 6.25 3.19 3.24 22.22 17.08 18.88
At 1.02 1.05 0.50 5.24 5.19 3.44 21.59 20.45 17.61
Ce 0.77 0.76 0.35 4.33 4.39 2.98 20.17 19.70 17.32
Dm 1.49 0.43 0.39 6.36 3.18 3.10 20.71 16.62 17.57
Hs 1.33 0.82 0.64 5.74 4.19 3.82 19.84 17.49 17.29
Pf 0.54 0.87 0.27 3.73 4.66 2.28 23.59 23.76 19.31
Sc 0.73 0.77 0.45 3.97 4.23 3.15 20.72 20.22 18.34
Sp 0.75 0.86 0.35 4.01 4.57 2.62 20.75 21.18 17.04
aThe weight threshold is defined as the percentage of shadow sites recognized (see main text). Species abbreviations: Ag, Anopheles gambiae, At, Arabidopsis
thaliana, Ce, Caenorhabditis elegans, Dm, Drosophila melanogaster, Hs, Homo sapiens, Pf, Plasmodium falciparum, Sc, Saccharomyces cerevisiae, Sp, Schizo-
saccharomyces pombe.
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